Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.002 Å; disorder in solvent or counterion; R factor = 0.040; wR factor = 0.121; data-toparameter ratio = 13.2.
In the thiocarbonohydrazide molecule of the title compound, C 17 H 12 N 6 O 2 SÁC 4 H 8 O, the terminal indolin-2-one ring systems make a dihedral angle of 20.13 (6) with each other. Two intramolecular N-HÁ Á ÁO hydrogen bonds are present, each of which generates an S(6) ring. In the crystal, N-HÁ Á ÁO hydrogen bonds lead to a molecular chain running along the b axis. The tetrahydrofuran solvent molecule is disordered over two orientations in a 0.561 (11):0.439 (11) ratio.
Related literature
For the structures of the N-methylisatin analogue and its Sn(IV) complex and also the spectroscopic characterization of the title thiocarbonohydrazide, see: Bacchi et al. (2005) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). Å for atom C14. The configurations around the C-N bonds, stabilized by intramolecular N-H···O hydrogen bonding (Table 1) , are same as those observed in the N-methylisatin analogous. The hydrazone molecule is co-crystallized with one molecule of THF which suffers from disorder. The crystal packing contains chains along the b axis formed by intermolecular N6-H6···O1 hydrogen bonds (Table 1 and Fig. 2 ). The THF molecules are N-H···O bonded to the chain.
The Schiff base was prepared as described previously (Bacchi et al., 2005) and grown as X-ray quality crystals from a THF solution at room temperature.
Refinement
C-bound hydrogen atoms were placed at the calculated positions and refined in riding mode with C-H distances of 0.93 Å. The amino hydrogen atoms were located in a difference Fourier map and refined with N-H distance restraints of 0.86 (2) Å. For all the hydrogen atoms U iso (H) were set to 1.2 U eq (carrier atoms). The tetrahydrofuran molecule was found to be disordered over two positions, the site occupancy factor for the major component refined to 0.561 (11). The geometrical parameters of the two disordered components were kept similar by using the SAME command in 
SHELXL97.

Computing details
Data collection
Bruker APEXII CCD diffractometer Radiation source: fine-focus sealed tube Graphite monochromator φ and ω scans Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0.938, T max = 0.975 9421 measured reflections 4451 independent reflections 3628 reflections with I > 2σ(I) R int = 0.016 θ max = 27.0°, θ min = 1.9°h (2) 
